Disequilibrium around the Rpm1 resistance gene
Possible local linkage disequilibrium between the Rpm1 locus and the neighboring genes was measured by estimating the r² statistic among 67 SNP markers genotyped for 179 natural worldwide accessions and located within a 20Kb region around the Rpm1 locus (GGT 2.0 software; VAN BERLOO 2008) . The SNP genotyping data has been fully described elsewhere (ATWELL et al. 2010) . As illustrated in Figure S1 , no strong linkage has been detected between Rpm1 and the neighboring genes. 
